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Corrigendum
Conformational entropic barriers in
topology-dependent protein folding: perspectives
from a simple native-centric polymer model
S Wallin and H S Chan 2006 J. Phys.: Condens. Matter
18 S307-S328

In table 1 on page S313, for Coicilin E9 immunity protein (PDB
id 1imq), the chain length N should be 86 and the folding
rate kf should be 1.5 × 103s−1. These errors were merely
typographical and had no effect on the results and conclusions
of the paper.
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